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The reproduction of Fig. 1 did not clearly demonstrate the band intensities of the original gels. Fig. 1 and its legend are reproduced 
below. 
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Fig. 1. Intracellular localization of 33 kDa mature SH-EP and its 43 
kDa intermediate, and time course of processing of the intermediate. 
(A) Cotyledons (2 g) of day-3 Vigna mungo seedlings were homogenized 
with 6 ml of 50 mM Tris-Cl (PH 7.4) containing 10 mM ME. The 
homogenate was centrifuged at 25,000 x g for 20 min, and the supema- 
tant solution was used as a crude extract. The extract was incubated 
for 0 to 12 h at 27”C, and at the time intervals indicated, the extract 
(0.2 mg each of protein) was analyzed by SDS-12.5% polyacrylamide 
gel electrophoresis and protein immuaoblotting using an antiserum 
raised against SH-EP, [1 11. (B) Microsomal and protein body fractions 
were prepared from day-3 cotyledons as described in section 2. These 
fractions (0.2 mg each of protein) were analyzed as above. (C) The 
microsomal fraction (0.2 mg protein) was resuspended in 50 mM Tris- 
Cl buffer @H 7.4) containing 10 mM ME, incubated for 0 to 8 hat 27°C 
and analyzed as above. The molecular masses indicated were estimated 
from the mobility on the SDS-gel electrophoresis. 
The publishers and the authors apologize for any inconvenience these errors may have caused. 
